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Abstract
Background: Since its first detection in 2001, West Nile Virus (WNV) poses a significant health
risk for residents of Shelby County in Tennessee. This situation forced public health officials to
adopt efficient methods for monitoring disease spread and predicting future outbreaks. Analyses
that use environmental variables to find suitable habitats for WNV-infected mosquitoes have the
potential to support these efforts. Using the Mahalanobis Distance statistic, we identified areas of
Shelby County that are ecologically most suitable for sustaining WNV, based on similarity of
environmental characteristics to areas where WNV was found. The environmental characteristics
in this study were based on Geographic Information Systems (GIS) data, such as elevation, slope,
land use, vegetation density, temperature, and precipitation.
Results: Our analyses produced maps of likely habitats of WNV-infected mosquitoes for each
week of August 2004, revealing the areas that are ecologically most suitable for sustaining WNV
within the core of the Memphis urban area. By comparing neighbourhood social characteristics to
the environmental factors that contribute to WNV infection, potential social drivers of WNV
transmission were revealed in Shelby County. Results show that human population characteristics
and housing conditions such as a high percentage of black population, low income, high rental
occupation, old structures, and vacant housing are associated with the focal area of WNV identified
for each week of the study period.
Conclusion: We demonstrated that use of the Mahalanobis Distance statistic as a similarity index
to assess environmental characteristics is a potential raster-based approach to identify areas
ecologically most suitable for sustaining the virus. This approach was also useful to monitor changes
over time for likely locations of infected mosquito habitats. This technique is very helpful for
authorities when making decisions related to an integrated mosquito management plan and
targeted health education outreach.
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Background
Previous research
Review of the literature on vector-borne disease modelling
led to the conclusion that numerous environmental factors might be critical to WNV dissemination. The modelling approach and variables used in our research are
similar to other GIS-based studies that assess environmental risk factors for Lyme disease and Malaria, using information on land use, land cover, forest distribution,
temperature, precipitation, soils and elevation [1-8]. For
example, a study by Ruiz et al. (2004) in the greater Chicago area evaluated environmental factors such as elevation range, physiographic region, and percentage of
vegetation cover to determine human WNV risk during
the 2002 outbreak. Cooke et al. (2006) created a landscape-based model and seasonal climatic sub-models to
assess risk areas in the state of Mississippi. This model was
based on dead bird reports and included several environmental variables such as road density, stream density,
slope, soil permeability, vegetation, and climatic factors.
They concluded that WNV risk was associated with high
road density, low stream density, and gentle slopes. Gibbs
et al. (2006) determined that temperature, housing density, urban/suburban land use, and physiographic region
are important variables associated with the geographic
distributions of WNV in the state of Georgia.

Srivastava et al. (2001) developed a predictive habitat
model for forest Malaria vector species using four thematic maps: forest cover, altitude, rainfall, and temperature, and concluded that GIS-based distribution mapping
can help pinpoint areas of occurrence at the micro-level,
where species-specific, environmentally-friendly control
measures can be strengthened. Tachiiri et al. (2006) developed a raster-based model using basic geographic and
temperature data to assess WNV risk in British Columbia.
Sithiprasasna et al. (2005) classified land use/land cover
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into five groups: rice paddy, forest, urban, bare land, and
water and suggested that classified, remotely sensed data
are useful in estimating the distribution of immature and
adult mosquito populations in the Republic of Korea.
Bian and Li (2006) modelled mosquito larval habitats on
the highlands of western Kenya to evaluate if environmental factors such as terrain, surface water, and land use
influence the habitats. Using multiple logistic regression,
mosquito larval presence was associated with lower elevations, greater wetness, short distances to water, and land
use.
Theophilides et al. (2003) used a dynamic monitoring
approach using data on human cases and dead bird
reports to track the changing spatiality of WNV activity.
The Dynamic Continuous-Area Space-Time (DYCAST)
system was developed to identify and prospectively monitor high-risk areas for WNV in New York City. DYCAST
acts as an 'early warning system' for targeted public health
response to WNV.
WNV in Shelby County, TN
In 2002, the U.S. experienced the largest WNV epidemic
ever recorded with 4,156 human cases and 284 deaths
[9,10]. Duration and frequency trends of WNV outbreaks
observed in Tennessee have corresponded closely to those
of the rest of the continental United States. From 2002 to
the end of 2006, the state of Tennessee reported 136
human cases, of which 90 cases were in Shelby County
[10]. Shelby is the only Tennessee County in which WNV
has been present each year since the onset of the epidemic
within the state (Table 1); additionally, this county has
always reported the highest number of human cases of
any Tennessee county.

Through discussions with public health personnel in the
vector control division of the Memphis and Shelby
County Health Department (MSCHD), information was

Table 1: Human cases of WNV reported in the United States, Tennessee, and Shelby County. This table is a summary of the WNV
infection in humans from the onset of the infection in 1999 until 2006.

Year

National human
cases

National human
fatalities

Tennessee human
cases

Tennessee human
fatalities

Shelby County human
cases

Shelby County human
fatalities

1999
2000
2001
2002
2003
2004
2005
2006*

62
21
66
4156
9862
2539
2949
4219

7
2
9
284
264
100
116
161

0
0
0
56
26
14
17
23

0
0
0
9
1
0
1
1

0
0
0
40
10
12
13
15

0
0
0
6
1
0
1
0

Total

23874

943

136

12

90

8

*cumulative data for 2006 as of 02/06/2007 based on USGS, NWHC [10]
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obtained regarding the mosquito fauna of Shelby County
and the methods used to prevent the spread of WNV during the years 2001–2004. The mosquito fauna of Shelby
County consist of 49 species; twelve of the species are considered common mosquito species (Aedes albopictus, Ochlerotatus
triseriatus,
Aedes
vexans,
Anopheles
quadrimaculatus, Culex quinquefasciatus, Culex pipiens,
Culex restuans, Culiseta inornata, Uranotaenia sapphirina,
Toxorhynchities rutilis septentrionalis, Psorophora howardii,
Psorophora ferox). The principal vectors responsible for
transmitting WNV in Shelby County are two mosquito
species: Culex pipiens and Culex quinquefaxciatus.
In 2001, after WNV was first identified in the bird population, the MSCHD began to implement mosquito control operations: the entire city was sprayed every ten days.
Spraying the entire city on a ten day schedule during the
mosquito season continued in 2002 as well. Avian, as well
as mosquito surveillance, started in May 2002. The first
positive birds were identified at the end of May 2002, and
the first positive mosquitoes were identified in July 2002.
The first human case was not reported until late in September 2002.
In 2003, avian and mosquito surveillance started in April,
and the first positive mosquitoes were also identified.
Larviciding (treating standing water to kill mosquito larvae before they can hatch into adults) was to be carried
out throughout the whole county during the summer of
2003, however not all areas were covered due to a personnel shortage. Rather than spraying the entire city on a ten
day schedule, mosquito surveillance was used to guide
adulticiding (spraying pesticides to kill adult mosquitoes
in the air) during the summer of 2003. Locations where
trap counts had over 200 total mosquitoes or any positive
(WNV-infected) mosquitoes were mapped using Geographic Information Systems (GIS), and adulticiding was
carried out in the area of the trap. In addition, adulticiding
was carried out in buffer zones of half a mile around
human cases.
In 2004, the first WNV-infected mosquito location was
identified in June, and the first human case of WNV was
reported in August. All mosquito control activities during
the summer of 2004 were the same as in 2003, except that
more trap locations were established. Figure 1 shows the
locations of the mosquito traps (46) operated in August
2004 in Shelby County. The MSCHD provided us with the
human case data with the date of onset of illness. Figure 2
shows the number of reported human cases (onset of illness) and traps with infected mosquitoes by epidemiologic week for the months of June through October, 2004
(note: the epidemiologic week starts on Sunday and ends
on Saturday). There is a clear time lag seen in Figure 2
between collection of the first infected mosquitoes of the
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year and the onset of the first infection in humans. This
time lag is expected because once infected mosquitoes are
present, it may take time for them to infect humans, and
also because of an incubation period in humans. We used
mosquito data as an indicator in our research and concentrated on the month of August, since the highest viral
activity occurs during this month.
The goal of this project was to analyze environmental data
to model habitat suitability for infected mosquitoes.
There were three important aspects of the study methodology. First, we mapped the locations of WNV-infected
mosquitoes for multiple time points at a countywide scale
in a populated urban county. A countywide analysis was
best suited for this study since the Memphis and Shelby
County Health Department (MSCHD) operates at this
geographic level, and it is the responsible organization for
mosquito control, allocation of education materials, and
other activities which may help in the prevention of WNV
and other mosquito-born diseases in Shelby County. Second, we used environmental variables to characterize
areas containing the virus. Finally, we developed an innovative GIS-Driven, raster-based technique to construct
probability risk maps for areas ecologically most suitable
for containing WNV-infected mosquito habitats using
Mahalanobis Distance (MD) statistics [11].

Methods
Study area and data collection
The study area comprised all of Shelby County, Tennessee. Three types of data were collected: (1) the geographic
coordinates of WNV-infected mosquito pools provided by
the MSCHD for the year of 2004, (2) environmental data,
and (3) socioeconomic data. Data were processed using
Erdas IMAGINE [12], Arc View 3.3 [13], and Arc GIS 9.1
[14] software packages.

The selection of environmental variables used in our
study was based on evaluation of specific Shelby County
mosquito habitat conditions and countywide raster data
availability. The environmental variables used were slope,
elevation, land use, vegetation density, temperature, and
precipitation. We classified these environmental variables
as static and dynamic. The static variables included slope,
elevation, land use, and vegetation density. The dynamic
variables were temperature and precipitation. The slope
percent layer was generated from a countywide 30-m Digital Elevation Model (DEM). A 30-m (pixel size of 30 m by
30 m) resolution land use map created by the Tennessee
Wildlife Resources Agency through supervised classification was downloaded from the Tennessee Spatial Data
Server [15] and cropped to the Shelby county boundary.
The land use classes were urban/developed, open water,
non-vegetated areas, forested wetland, non-forested wet-
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Figurearea
Study
1 and distribution of mosquito traps
Study area and distribution of mosquito traps. This figure shows locations of mosquito traps operated in August 2004 in
Shelby County, TN.

land, pasture/grassland, row crop, upland deciduous forest, and upland coniferous forest.
To assess vegetation density, we used the Normalized Difference Vegetation Index (NDVI), a commonly used
measure of vegetation density, which has previously been
shown to be highly predictive of the distribution of disease vectors, including tsetse flies [16] and ticks [17], as
well as mosquitoes [18]. The NDVI is a normalized ratio
of red and near infrared wavelengths, commonly used to
estimate vegetative cover [19]. We derived NDVI from the
August 14, 2004, 30-m resolution Landsat TM image
using band algebra in Erdas IMAGINE [12].
Climate data of weekly mean temperature and total
weekly precipitation at existing weather stations were
obtained from the National Climatic Data Center
(NCDC) for August, 2004 [20], including each weather

station within Shelby County and stations from neighbouring counties in Arkansas, Mississippi, and Tennessee.
Data from neighbouring counties were included for the
climate interpolation to reduce the influence of edge
effects as locations near the edge of a distribution will
often have less accurate predictions because there are
fewer data points surrounding it [21]. This 'edge effect' can
significantly distort the predicted surface at the edge of a
study site. August 2004 weekly mean temperature and
total weekly precipitation data were interpolated using an
inverse distance weighting (IDW) interpolation in Arc
View. An evaluation of the residuals determined that IDW
[22] performed better than kriging [22,23] for the purpose
of this study. The interpolated surface extended beyond
the borders of Shelby County, but then was clipped to the
desired extent (i.e., the boundary of Shelby County). The
interpolated data resulted in two continuous field layers
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of temperature and precipitation that matched the 30-m
resolution grid of other raster layers.

at least one case when it has lower population density, is
relatively close to bird specimens, comprises a higher percentage of older and white residents and has a higher percentage of housing built between 1950 and 1959.

The variables that we used for the socioeconomic analysis
were chosen from a review of the literature, in addition to
discussions with public health personnel in the vector
control division of the MSCHD [24,25,1]. For example,
Brownstein et al. (2004) distinguished human case clusters of WNV in New York City based on satellite imagery
and census tract data with the use of Kulldorf's (1995)
SaTScan spatial statistics software. They found a presence
of human cases in areas with an abundance of vegetation,
which corresponded to census tracts with low population
density. Ruiz et al. (2004) included household income,
population age, race, age of housing, housing density, and
population density in their analysis to build a descriptive
model of the areas with WNV. Their results reveal that a
tract in the greater Chicago area is more likely to include

We collected socioeconomic data from U.S. 2000 Census
Summary Tape Files, prepared by the Bureau of Census
[26], at the census tract level and included race (white or
black), median income, and housing occupation (vacant,
owner, or renter). The Shelby County Assessor's Parcel
map, subset by census tract boundaries, was used to derive
average age of housing for each census tract.
Methodology
Because of the inherently geographic nature of WNV containment and eradication efforts, some spatial statistical
research has been done to understand the aetiology of the
disease related to environmental and social factors [8,27-
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Human cases of WNV and number of traps with infected mosquitoes by epidemiologic week, Shelby County,
TN. This graph shows the number of WNV-infected humans and the number of traps with infected mosquitoes collected from
June through October 2004. Date of onset of illness is used for the reporting of human cases. The epidemiologic week starts
on Sunday and ends on Saturday.
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32]. We used an index based on MD statistic to distinguish
the favourable habitats for WNV-infected mosquitoes in
Shelby County [32], but recognize other mathematical
models also could be used, to derive similarity measures
based on a set of habitat variables for subsequent mapping by a GIS [33,34].

tistic was calculated for each pixel to determine the similarity of environmental characteristics of that pixel to the
pixels where WNV-infected mosquitoes were found that
week. Through this method, pixels with favourable habitats for infected mosquitoes were located for each week of
August 2004.

Mahalanobis distances provide a powerful method of
measuring how similar a predetermined set of conditions
is to an ideal set of conditions, and can be very useful for
identifying which regions in a landscape are most similar
to an "ideal" landscape. In the field of vector borne diseases, we might define an "ideal" landscape as that which
best fits the niche of some vectors. For example, we may
find that mosquitoes typically favour a particular elevation range, slopes of a particular steepness, and perhaps a
certain vegetation density. Using Mahalanobis distances,
we quantitatively describe the entire Memphis/Shelby
County landscape in terms of how similar it is to the
"ideal" elevation, slope, land use, temperature, precipitation, and vegetation density for infected mosquitoes.
"Ideal" is defined here by the environmental conditions
in areas where WNV-infected mosquitoes were actually
found in a particular week.

The MD statistic follows an approximate Chi-square distribution with n - 1 degrees of freedom when n explanatory variables are multivariate normally distributed.
Following the work of Clark [35] and Farber and Kudmon
[36] that characterized suitable species habitats, P-values
were determined based on these Chi-square distributions
for each pixel, which serves to recode the MD statistic by
mapping the Mahalanobis distance values to values
between 0 and 1. Maps of the P-values for each pixel in
Shelby County were created in the Arc View environment
for each week in August. Pixels with highly suitable environments for WNV-infected mosquitoes were identified
as pixels whose P-values were greater than 0.9. Pixels
whose P-values were between 0.5 and 0.89 were also
mapped to show the quantity and spatial distribution of
moderately suitable habitats (Figure 3).

We assume that WNV-infected mosquitoes allocate themselves throughout a landscape, in areas with suitable environmental conditions. We define a multivariate mean and
variance of environmental variables for areas where WNVinfected mosquitoes are found for each week of August,
2004. Other favourable habitats are then located for each
week of August, 2004 by finding habitats whose environmental variables are similar to those where the WNVinfected mosquitoes were found that week. The level of
similarity is determined by the MD statistic, which is
essentially a squared distance, normalized by the variances and covariances of a set of variables:
MD = (X-m)T C-1 (X-m),
where X is the vector of environmental data for each pixel,
m is the vector of mean values of independent variables
for the areas found to contain WNV-infected mosquitoes,
C-1 is the inverse covariance matrix of independent variables for the areas found to contain WNV-infected mosquitoes, and T indicates a vector should be transposed. The
use of MD statistics "assumes that habitat quality exists as
a continuum from highly suitable to unsupportive" [32].
Environmental variables were all converted to grid format
and subset to the boundary of Shelby County. Our model
was based on six grid layers: elevation, slope, land use,
NDVI, temperature, and precipitation. All data were transformed to a common map projection and matched to the
same 30-m grid cell resolution. For each week, the MD sta-

Additionally, we overlaid the model output of each week
and performed a logical intersection of all four weeks
depicting areas with high suitability for WNV-infected
mosquitoes (P-values t 0.9 for each week). Given its consistent appearance in every week of August, the intersection area is an important area of the predicted potential
habitat that merits special attention (Figure 4). We further
conducted an analysis of the socioeconomic characteristics of the population residing in this intersection at the
census tract level. The methodology development process
is detailed in Figure 5.
Validation Procedure
Since our WNV-positive mosquito sample size for August,
2004 was small (N = 56), we used all data points for creation of the model. The ideal habitats of August 2004 were
validated using mosquito data collected in the next
month, September (N = 86). The accuracy, sensitivity, and
specificity of the model were calculated. Accuracy measures the correct classification rate; sensitivity is defined as
the probability of correctly predicting presence, and specificity is the probability of correctly predicting absence
[36,37]. The locations were described based on the p-values equal to or higher than 0.5, thus the error matrix used
to evaluate the accuracy of the model is presented in Table
2 with frequencies of cases representing the four possible
outcomes of a comparison between the predictive map of
our model results and the validation dataset. The measures of accuracy, sensitivity and specificity are presented in
Table 3. We are more concerned with sensitivity (77%)
than specificity (36%) because we want to miss as few
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Figure suitability
Habitat
3
based on MD statistic model (Four weeks of August, 2004)
Habitat suitability based on MD statistic model (Four weeks of August, 2004). This map shows moderately and
highly suitable habitats based on P-values.

potentially positive locations as possible, in order to conduct proper planning for WNV.
We used the human cases data set for an additional validation of the model, as humans can be infected with WN
virus only via being bitten by an infected mosquito. The
appearance of human cases within the ideal habitats of
infected mosquitoes could help to validate our model. In
the month of August, 2 out of 7 human cases were located
in the moderately suitable habitats with P-value 0.5–0.89
and four of the 7 human cases was located in the highly
suitable habitats with P-value t 0.9. The one remaining
case was also in close vicinity of the moderately suitable
habitats (Table 4).

Results and discussion
We mapped the Mahalanobis Distance as an index of habitat suitability for WNV infected mosquitoes in Shelby
County. The Mahalanobis Distance statistics output for
each week of August 2004 is presented in Figure 3. We
emphasize that the maps represent the similarity of environmental habitat variables at the cell's location relative
to the mean vector of the multivariate set of environmental habitat characteristics associated with infected mosquito trap locations for that week. Trap locations are
determined based on reported dead bird locations,
human or equine case locations, mosquito complaints,
known or suspected mosquito breeding sites, and locations of known historical activity. There were 46 traps and
64 mosquito trap collections in August 2004. Mosquito
trappings were conducted in rural and uninhabited areas
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Figurehigh
WNV
4 risk tracts
WNV high risk tracts. This map shows two tracts in Shelby County, selected based on the intersection of highly suitable
habitat areas for WNV-infected mosquitoes for the four weeks of August 2004 based on P-values greater than or equal to 0.9
(P-value t 0.9).

as well as in urban developed areas. 11 (17.2%) of the trap
collections were in forested wetlands, which are uninhabited preserved lands. 4 (6.3%) collections were in pasture/
grass lands, and 1 (1.5%) was in upland deciduous forest,
which is preserved land. 48 (75%) of the trap collections
were in urban/developed lands. In this study, we demonstrated that Mahalanobis Distance statistics identified
areas ecologically most suitable for sustaining the WNV.
This method was also used to monitor habitat change
over time, in our case, weekly changes in the month of
August 2004.
Results show that ideal environmental conditions for
WNV suitable areas tend to be at gentle slopes 0 – 6%, at
the elevation lower than 85 meters, temperature =
24–26°C, rainfall = 70 – 75.4 mm/week, and NDVI > 0.3.
The highly suitable habitats of the first week of August
2004 encompassed a larger area than the rest of the
month (Figure 3: 31st week). Overall, the highly and moderately favourable habitat locations were similar in the

first two weeks (Figures 3: 31st and 32nd week), then
expanded towards the southwest of the county in the third
and fourth weeks (Figure 3: 33rd and 34th week), due primarily to changes in climatic variables. Table 5 presents
the number of raster cells and acreage of habitats highly
and moderately suitable for WNV-infected mosquitoes for
each week of August 2004.
Our MD statistic model output maps for each week also
reveal that the overall areas ecologically most suitable for
sustaining the WNV make up much of the core of the
Memphis urban area (Figure 3). Housing built before
1940 in the Memphis urban area, especially in Midtown
of Memphis, suffered from generally poor drainage, and
catch basins were built to reduce backyard and basement
flooding. This gives support for theories that the Culex
mosquito vector prefers highly populated urban and
developed land with poor drainage and catch basins with
organic material as breeding ground. The assessment of
WNV risk to humans cannot be made outside of the urban
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Methodology
flowchart
Methodology flowchart.

environment context, since all the human cases resided in
these areas. Even though we have address-specific human
occurrence data, due to patient confidentiality issues [38],
these data were not mapped.
Some areas with high similarity to the mean habitat vector, based on the dynamic and static environmental conditions of each week and infected mosquito locations,
remained in the top rankings across the four weeks. We
found the intersection of the geographic areas with P-values t 0.9 for each of the four weeks' prediction maps (Fig-

ure 4). This was done to find the focal area within Shelby
County of environmental conditions well suited for WNV
transmission that were consistently present each week.
The identification of social factors that characterize this
focal area provides insight into human risk and helps to
target control and prevention strategies.
The socioeconomic analysis of the two census tracts that
include the focal area revealed social drivers of transmission in the county (Table 6). In these high risk tracts, the
black population is 98 % of the total population. This is

Table 2: The error matrix to evaluate the predictive accuracy of the model.

Validation Data Set
WNV positive
WNV negative
P-values based on Mahalanobis Distance statistics

More than 0.5
Less than 0.5

a (24)
c (7)

b (35)
d (20)

Note: The components a, b, c and d, stand for frequencies of cases which were/were not predicted by the model and were present/absent in the
validation data set.
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Table 3: Measures of Model Predictive Accuracy

Measure

Formula

Accuracy (51%)

a+d
n

Sensitivity (77%)

a
a+c

Specificity (36%)

d
b+d

n = a+b+c+d

substantially higher than the average percentage of black
population in all census tracts of Shelby County (52.6 %).
The median incomes for those census tracts are $4,824
and $14,808, which are both below poverty level, according to federal government standards.
There are many vacant houses: 27.8% and 23.2%, which
is also substantially higher than average for all tracts in
Shelby County (6.8%). The percentage of renter occupation (63.4% and 47.9%) is higher than average for Shelby
County (34.4%). The higher percentage of vacant and
renter occupation are reflected by the very low percentage
of owner occupation. The average percent of owner occupation for Shelby County census tracts is 55.8%, which is
quite high compared with those two tracts, which are
8.8% and 28.9%. This housing occupation variable was
entered into the models because it gives a sense of community commitment to the land. That is, if there is a lot of
vacant housing, there is no one to take care of much of the
land; if there is a lot of renter-occupied housing, those living there are likely to have less commitment to maintaining the land than in areas with high owner-occupied rates
[1,2]. Although all census tracts with these socioeconomic
characteristics do not have high P-values, both of those
with high P-values had these characteristics.

Table 4: Validation by human cases. This table shows the
number of human cases reported in August and September of
2004 and their locations according to the suitability categories in
the MD statistic model

P-value

August

September

0–0.49 (low suitability)
0.5–0.89 (moderate suitability)
0.9–1.0 (high suitability)

1
2
4

1
2
2

Total

7

5
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The socioeconomic conditions in areas that show consistent WNV infections could be reflective of high risk land
use decisions such as poor maintenance of rental and
vacant properties and a lack of landscaping. The observed
heightened risk of infected mosquitoes in lower income
areas may have several contributing factors, including
landscaping, poor storm drainage systems, lack of screens
on windows or air conditioning and backyards with accumulated wet organic material, which, in turn, may be due
to community factors such as neighbourhood pride,
awareness, and neighbourhood politics.

Conclusion
This research indicated that the assessment of WNV risk
on a county level can be effectively performed using
widely available environmental data combined with mosquito surveillance information to support disease monitoring and prediction efforts. By applying GIS-driven MD
statistics, we not only identified areas ecologically capable
of sustaining the virus, but also could monitor habitat
change of infected mosquitoes over four weeks in August
2004. Furthermore, our raster-based approach is not limited by administrative unit aggregation issues [39]. This
technique is an effective tool for investigating the spread
of vector borne diseases in which vectors are identified
only as point locations. Currently in Shelby County, the
primary information used to target control measures is
based on locations of high mosquito densities, high infection rates, and locations of human cases. Our approach
offers the potential for optimization in mosquito surveillance in Shelby County. Locations with high P-values
could be targeted for planning field inspections and mosquito spraying. The MD statistic model output gave a
detailed distribution of areas likely to contain WNVinfected mosquitoes based on a set of environmental variables at every cell location. Such output can be further
analyzed within subsets of the study region, such as recreation areas, census tracts or zip codes. In this study, a
detailed assessment of the social factors at the census tract
level revealed that human population characteristics and
housing conditions such as a high percentage of black
population, low income, high rental occupation, old
structures, and vacant housing are associated with the
focal area of WNV infection cases. Characterizing the environmental factors associated with WNV infection led us to
understand the social drivers of WNV infection in Shelby
County.
Based on these findings, we recommend an integrated
mosquito management plan and targeted health education outreach to reduce the risk of WNV to humans in
areas that are environmentally predisposed to harbouring
the virus in Shelby County, Tennessee, and elsewhere.
Specifically, social factors of race and income are notable
in our analysis of Shelby County, and warrant further
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Table 5: Number of 30 × 30 meter raster cells (and acres) per habitat suitability class. This table presents the number of raster cells of
habitats highly and moderately suitable for WNV-infected mosquitoes.

Class

Week 31

Week 32

Week 33

Week 34

Highly suitable
Moderately suitable

22,013 (4,896 acres)
5,649 (1,256 acres)

9,144 (2,034 acres)
1,900 (423 acres)

15,455 (3,437 acres)
3,293 (732 acres)

16,783 (3,732 acres)
1,462 (325 acres)

Total

exploration with qualitative analysis and targeted surveys
of the focal area.
While social factors are important when developing a
detailed assessment in urban areas, access to real time climatic data is the key for developing a real time early warning system for WNV. Further research in collaboration
with MSCHD could provide an online real time mapping
of WNV infection and prediction [40,41]. During the
active season of the virus, this technique could be applied
to provide daily and/or weekly assessments (or other temporal intervals) of the situation based on mosquito surveillance, and this could help public health officials be
better prepared to ward off infection cases in humans.
One of the limitations of our study is its focus on infected
mosquitoes in general rather than habitat suitability
requirements for each specific mosquito species. Different
species inhabit a variety of environments and can be
found in urban as well as rural settings within specific
environmental conditions (e.g., catch basins). Lack of data
on specific mosquito species infection prevented us from
determining environmental variable characteristics that
could be based on specific mosquito species habitat conditions.
The quality of our MD statistics output is directly related
to the selection of the variables used in the analysis. Good
data for dynamic climatic variables are required to quantify the temporal aspects of potential risk of WNV in the
county. Spatially and temporally continuous datasets
such as temperature and precipitation are important elements of mosquito population dynamics and are commonly modelled through interpolation of values in areas
with no observations. We used data from weather stations
from nearby regions to interpolate climatic variables to
avoid problems with data in boundary areas. For more
robust results, new regularly updated monitoring stations
in the county and the region are needed. We used a Landsat TM image from August 14, 2004 to derive vegetation
density. More images would provide a better temporal
estimation and dynamic representation of vegetative
cover. The usefulness of selected static variables (elevation, slope, vegetation density and land use) to assess habitat suitability requirements for infected mosquitoes was

242,394 (53,907 acres)

validated in the literature review and successfully demonstrated in this study. Note that even the static variables
need to be updated periodically.
In summary, the technique provided in this study can
help better define mosquito control strategies and help
regulatory agencies to focus their mosquito-born disease
prevention efforts. Finally, it is demonstrated that analyses of environmental variables can be used to ensure a better local understanding of the distribution of WNV,
leading to actions that can maintain a safer, healthier population.

Abbreviations
Abbreviations used in the text, tables or references: Mahalanobis Distance (MD), West Nile Virus (WNV), Geographic Information Systems (GIS), United States
Geological Survey (USGS), National Wildlife Health
Center (NWHC), Memphis Shelby County Health Department (MSCHD), Digital Elevation Model (DEM),
Dynamic
Continuous-Area
Space-Time
System
(DYCAST), Normalized Difference Vegetation Index
(NDVI), Inverse Distance Weighting (IDW), Landsat Thematic Mapper Data (Landsat TM), National Climatic Data
Center (NCDC), and Chi Square (X2).

Competing interests
The author(s) declare that they have no competing interests.

Authors' contributions
EO acquired data and project funding, was responsible for
the conceptual design and administration of the project,
participated in and supervised data analysis and interpretation and drafted the manuscript. EB conducted the systematic literature review, carried out the analysis,
developed final models, interpreted the results, designed
figures and helped to draft the manuscript. GNT supervised statistical analysis and helped to draft the manuscript. All authors read and approved the final version of
submitted manuscript.

Acknowledgements
We thank Dr. Roy Van Arsdale, Dr. Kenneth Ward and Melody Beacham
for their review of an earlier version of this paper. We would like to
acknowledge the Vector Control of Memphis Shelby County Health

Page 11 of 12
(page number not for citation purposes)

International Journal of Health Geographics 2008, 7:12

Department for helpful comments during data analysis and presentations of
this work. The University of Memphis, Department of Earth Sciences provided funds to carry out this analysis.

http://www.ij-healthgeographics.com/content/7/1/12

25.
26.
27.

References
1.

2.
3.

4.
5.
6.

7.
8.
9.
10.
11.
12.
13.
14.
15.
16.

17.
18.

19.
20.
21.
22.

23.
24.

Ruiz MO, Tadesco C, McTighe TJ, Austin C, Kitron U: Environmental and social determinants of human risk during a West Nile
virus outbreak in the greater Chicago area. International Journal
of Health Geographics 2004, 3(8):.
Cooke WH, Grala K, Wallis R: Avian GIS models signal human
risk for West Nile virus in Mississippi. International Journal of
Health Geographics 2006, 5(36):.
Gibbs SEJ, Wimberly MC, Madden M, Masour J, Yabsley MJ, Stalknecht
DE: Factors affecting the geographic distribution of West
Nile virus in Georgia, USA: 2002–2004. Vector-Borne and
Zoonotic Diseases 2006, 6(1):73-82.
Srivastava A, Nagpal B, Saxena R, Subbarao S: Predictive habitat
modeling for forest malaria vector species An. dirus in India –
a GIS-based approach. Current Science 2001, 80(9):1129-1134.
Tachiiri K, Klinkenberg B, Mak S, Kazmi J: Predicting outbreaks: A
spatial risk assessment of West Nile virus in British Columbia. International Journal of Health Geographics 2006, 5(21):.
Sithiprasasna R, Lee WJ, Ugsang DM, Linthicum KJ: Identification
and characterization of larval and adult anopheline mosquito
habitats in the Republic of Korea: potential use of remotely
sensed data to estimate mosquito distributions. International
Journal of Health Geographics 2005, 4(17):.
Bian L, Li I: Combining global and local estimates for spatial
distribution of mosquito larval habitats. GIScience and Remote
Sensing 2006, 43(1):95-108.
Theophilides CN, Ahearn SC, Grady S, Merlino M: Identifying
West Nile Virus Risk Areas : The Dynamic Continuous-Area
Space-Time System. American Journal of Epidemiology 2003, 157:9.
Gea-Banacloche J, Johnson RT, Bagic A, Butman JA, Murray PR,
Agrawal AG: West Nile Virus: Pathogenesis and therapeutic
options. Annals of Internal Medicine 2004, 140(7):545-553.
United States Geologic Survey NWHC: West Nile Virus project.
[http://www.nwhc.usgs.gov/disease_information/west_nile_virus/
index.jsp].
Mahalanobis Distances
[http://www.jennessent.com/arcview/
mahalanobis.htm]
Leica Geosystems Geospatial Imaging, LLC: Erdas IMAGINE 9.1.
Norcross, GA; 2005.
Environmental Systems Research Institute, Inc.: Arc View 3.3. Redlands, CA. 1992–2002
Environmental Systems Research Institute, Inc.: Arc GIS 9.1. Redlands, CA; 2006.
Tennessee Spatial Data Server [http://www.tngis.org/data.html]
Robinson T, Rogers D, Williams B: Univariate analysis of tsetse
habitat in the common fly belt of southern Africa using climate and remotely sensed vegetation data. Medical and Veterinary Entomology 1997, 11:223-234.
Randolph SE: Ticks and tick-borne disease systems in space
and from space. Advances in Parasitology 2000, 47:217-243.
Anyamba A, Litchicum KJ, Mahoney R, Tucker CJ, Kelley PW: Mapping potential risk of Rift Valley Fever outbreaks in African
savannas using vegetation index time series data. Photogrammetric Engineering and Remote Sensing 2002, 68:137-145.
Lillesand TM, Kiefer RW, Chipman JW: Remote Sensing and image
interpretation New York: Wiley; 2004.
Climate Data Online: NCDC.
[http://www.ncdc.noaa.gov/oa/
ncdc.html].
Mitas L, Mitasova H: General variational approach to the interpolation problem. Computers and Mathematics with Applications
1988, 16:983-92.
Odeh IOA, McBratney AB, Chittleborough DJ: Further results on
prediction of soil properties from terrain attributes: heterotopic cokriging and regression-krigging. Geoderma 1995,
67:215-226.
Boer EPJ, De Beurs KM, Hartkamp AD: Kriging and thin plate
splines for mapping climate variables. Int J Appl Earth Observation and Geoinformation 2001, 3(2):146-154.
Brownstein JS, Holford TR, Fish D: Enhancing West Nile Virus
surveillance. Emerging Infectious Diseases 2004, 10(6):1129-33.

28.

29.

30.
31.

32.

33.
34.
35.
36.
37.
38.
39.
40.

41.

Kulldorff M, Nagarwalla N: Spatial disease clusters: detection
and inference. Statistics in Medicine 1995, 14:799-810.
U.S. Bureau of Census
[http://www.census.gov/main/www/
cen2000.html]
Nicholson M, Mather T: Methods for evaluating Lyme disease
risk using geographic information systems and geospatial
analysis. Journal of Medical Entomology 1996, 33:711-720.
Lopes P, Lourenco P, Sousa C, Novo T, Rodrigues A, Almeida PG,
Seixas J: Modelling patterns of mosquito density based on
remote sensing images. Proceedings of the Second International Conference and Exhibition on Geographic Information: May 30-June 2 2005;
Estoril, Portugal 2005.
Gosselin P, Lebel G, Rivest S, Douville-Fradet M: The Integrated
System for Public Health Monitoring of West Nile Virus
(ISPHM-WNV); a real-time GIS for surveillance and decision-making. International Journal of Health Geographics 2005, 4:21.
Griffith D: A comparison of a six analytical diseases mapping
techniques as applied to West Nile Virus in the coterminous
United States. International Journal of Health Geographic 2005, 4:18.
Brownstein JS, Rosen H, Purdy D, Miller JR, Merlino M, Mostashari F,
Fish D: Spatial analysis of West Nile Virus :Rapid risk assessment of an introduced vector-borne zoonosis. Vector Borne and
Zoonotic Diseases 2002, 2(3):157-164.
Wilds S, Boetsch JR, Van Manen FT, Clark JD, White PS: Modelling
the distributions of species and communities in Great
Smoky Mountains National Park. Computers and Electronics in
Agriculture 2000, 27:389-392.
Johansson C, Hardin PJ, White CM: Large-area goshawk habitat
modelling in Dixie National Forest using vegetation and elevation data. Stud Avian Biol 1994, 16:50-57.
Andries AM, Gulinck H, Herremans M: Spatial modelling of the
barn owl Tyto alba habitat using landscape characteristics
derived from SPOT data. Ecography 1994, 17:278-287.
Clark JD: A multivariate model of female Black Bear habitat
use for a geographic information system. Journal of Wildlife
Management 1993, 57(3):519-526.
Farber O, Kadmon R: Assessment of alternative approaches for
bioclimatic modeling with special emphasis on the Mahalanobis Distance. Ecological Modeling 2003, 160:115-130.
Fielding AH, Bell JF: A review of methods for the assessment of
prediction errors in conservation presence/absence models.
Environmental Conservation 1997, 24:38-49.
Quinn MJ: Confidentiality. In Geographical & Environmental; Epidemiology: Methods for Small-Area Studies Edited by: Elliot P, Cuzick J, English
D, Stern R. Oxford University Press; 1992:132-140.
Unwin DJ: GIS, spatial analysis and spatial statistics, Progress
in Human Geography. 1996, 20(4):.
Shuai J, Buck P, Sockett P, Aramini J, Pollari F: A GIS-driven integrated real-time surveillance pilot system for national West
Nile virus dead bird surveillance in Canada. International Journal
of Health Geographics 2006, 5:17.
Gosselin P, Lebel G, Rivest S, Douville-Fradet M: The Integrated
System for Public Health Monitoring of West Nile Virus
(ISPHM-WNV): a real-time GIS for surveillance and decision-making. International Journal of Health Geographics 2005, 4:21.

Publish with Bio Med Central and every
scientist can read your work free of charge
"BioMed Central will be the most significant development for
disseminating the results of biomedical researc h in our lifetime."
Sir Paul Nurse, Cancer Research UK

Your research papers will be:
available free of charge to the entire biomedical community
peer reviewed and published immediately upon acceptance
cited in PubMed and archived on PubMed Central
yours — you keep the copyright

BioMedcentral

Submit your manuscript here:
http://www.biomedcentral.com/info/publishing_adv.asp

Page 12 of 12
(page number not for citation purposes)

